Classification of proteomic data with multiclass Logistic Partial Least Squares algorithm.
Early detection of cancer is crucial for successful treatments. In this paper, we propose a multiclass Logistic Partial Least Squares (LPLS) algorithm for classification of normal vs. cancer using Mass Spectrometry (MS). LPLS combines the multiclass logistic regression with Partial Least Squares (PLS) algorithm. Wavelet decomposition is also proposed for pre-processing of original data. Wavelet decomposition and the proposed LPLS are applied to real life cancer data. Experimental comparisons show that LPLS with wavelet decomposition outperforms other methods in the analysis of MS data.